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The Count Segment Tools allow t«
this one: ' example image. The seg

Imaging facility
s Image analysis solutions Getting started

To install the tools, drag the link &'V

macros/toolsets in the Imagel instal
* options and default values
* help page on redmine ‘ . ‘ C ‘ b ‘ ‘ ‘ e
» installation

var subtractRadius = 10:

¥ usage var filterRadius = 3; S F
> example images var minsize = 60;

+ |maged macro tool sets

* interactive version macro "Unused Tool - co37|  Terradius 3
* batch version min. size |50
I, | Cann:eli
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f interactive version @ o list editor

/media/DONNEES/mri/infomx/hela-cells.tif
/media/DONNEES/mri/infomx/mitosis.tif

M1  * keyboard shortcuts

* batch version /media/DONNEES/mri/infomx/wt_ChS_MyoG_RI510_002_pt_6.dv
»  specify input / output add... | remove selected __close |
*+ MACRO_IO_SETTINGS select
* show progress / 1D-1D-2_012 _15:55:8.259 @ o Export Cells Opt
exceptions Processing file 2 of 2

¢ log-off Processing cell 1 of 1

imediaf/DONNEES/mrifprojec _lsave as tiff
macro "MNext lmage [f4]" { hela-cells-cell-1a

nextlmageAction(); hela-cells-cell-2a
h 0K, || Cancel|
O|o|z|o| 1|4

_llog off after processing

+++
+

INJAJR 2|2 | 1| <|>]>1] 8 |a]E]»

Mext Image (f4)
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nput images:

11 OMX, deltavision, 4D, big

>

>

export regions of interest

® 4D, .ics or tif, matlab or huygens (hrm)

solution

+ setup list of input images / output folder

* use loci with virtual stack option
¢ navigate between images

* make multiple selections per image

* saved automatically
¢ export regions in batch mode

+ close session

Crop 4D Cells

1<

!nserm
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::|‘§ E‘::-E::

& - 0 wt_chS_MyoG_RI510_002_pt_6.dv (V) (75%)
£:1/2 z16/31 t:1/180 (c:1/2 z16/31 t:1/180 - /media/DONMEES

c =] | i

= . S|~ |Size
wi C|1:|:Umyuu RIS TU_UUZ_PL_ D-CEW1a.1CS 346.2 MB
wt_ ChS MyoG_RI510 002 pt 6-cell-2a.ics 435.0MB
wt_ChS_MyoG_RI510 002 pt 6-cell-3a.ics  421.0MB
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count cells and measure areas ‘| ‘ P ‘ 5 ‘ w‘ ‘

111 ® pre-processing
* simple segmentation
® grayscale watershed segmentation min. size

max, size

thresholding method

' find edges
* use binary wate

% remove scale

_" Fhi_... rar L1 aayYvyye I‘*:-i 1'I| f f|. . III e A |
= il 2

T TR it on bt bob
- & e ;_ . I__ | |B] 1}

@ o Simple Adipocytes Segm

40

5000

Huang -

~ clear background

rshed

Ok " Cancel |
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" I _r_ ]_ B _‘_ T [_ ~ well Distribution Options
m ¢ perwell and image P KRR D - FoMYS E

columns 2

+ in batch mode

w-offset (280
yv-offset |0

diarmneter 1250

Area

1/media/DONNEES/mrifin/seed lings/A008d05-0-0.JPG | 340603
2/ /media/DONMNEES/mrifinfseed lings/A008d05-1-0.JPG | 303846
3/media/DONMNEES/mrifinfseed lings/A008d05-2-0.JPG | 233997
4 /media/DONNEES/mrifin/seed_lings/A008d05-0-1.JPG 52801
5/media/DONMNEES/mrifin/seed lings/A008d05-1-1.JPG | 147495
6/media/DONMNEES/mrifin/seed_lings/A008d05-2-1.JPG | 117679
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Mo jc]e] | | |»

Count Segments

'® difficult to detect as particles

+ solution:

¢ count endpoints and divide by two

+ algorithm
9 & Count Segment &

* subtract blurred version
) subtract radius ﬁﬁ
* apply Gaussian-blur

filter radius |3

* [soData-auto-threshold

min. size (50

+ skeletonize

¢ find points with exactly oK | | cancel|
one neighbour (macro) ' |

drgScrb3shicovd p79cad. TIF “ID.-'wediafDDHHEEE.fMI

o
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L eaf Infection Tool

virus with two stainings (gfp and rfp), j%. 3 T b

_ one virus blocks cell for others,
"1 knock down of genes of the plant

* Tools:

+ user loads the two channels

® a - adjust display

® user selects rectangle around a leave
and adds it to the roi-manager

® user copies the area, selects the leaf
and adds it to the roi-manager

leaf-area |GFP-ares

RFP-ares

I:I IIUIIE _I___....-—._..._.---'-.__I.- B

375604 111811
38.9424 160831
42.4002 155781

240379
181418
140183

WL0175 113206078 87609.6499  -0.3491!
Bl70.108 120049817 907614767  -0.3676
g:4.161 198441124 170877.062 051454

3.3
3.
7.8
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Skin Tools

general options

[® measure
vertical lines from extrema

+ interdigitation index

®  thickness
perpendicular random lines

¢+ everything in batch mode
® roi converter tools

® upper border of 2d-roi
to 1d-roi

* extrema of 1d-roi to
point-roi

+ vertical lines from 1d-rois
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Wound Healing

measure speed of wound healing

11 ® variance or find edges based

F M

# O Wound Healing Tool ©

method |variance

variance filter radius |10

threshold 1

radius open |4

min, size 100000

oK | cCancel |
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macro tool sets for biological image + further tool sets
analysis
[ + colony blob count tool
+ redmine for documentation and issue [ ® o 1Hypoxie Glucose 4_(c1).TIF (25%)
. 1388x1040 pixels; RGBE; 5.5MB
tracking il

(dev.mri.cnrs.fr/projects/imagej-macros)

¢  single tools — kymograph

¢ 3d with FIJI — microtubule network » use Remote ImageJ to run
: processing on remote machines

* run processing from web-interface -
Web Image and Data Environment
(WIDE)
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* QUESTIONS?

R e i H.tj .
MRI - TIGR

* Stephane Laborie, Olivier Miquel,
Corine Tran-Aupiais, Alexandre
Granier, Volker Backer, Stephanie

Vaudescal, Cedric Hassen-Khodja
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